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Antimicrobial Resistance of E. coli and Salmonella Isolated from Wild Birds in a Rehabilitation Center in Turkey

:)l«i’».‘i.’:l‘ho

11 (dlie Jool wlxbio slass

:C,lf.\uw’ STV
O Sahan Yapicier - Republic of Turkey Ministry of Agriculture and Forestry Veterinary Control Central Research
Institute, Bacteriology Diagnostic Laboratory, Ankara, Turkey

E Hesna Kandir - Afyon Kocatepe University, Veterinary Faculty, Department of Wild Animal Diseases and Ecology,
Afyonkarahisar, Turkey

D Oztiirk - Mehmet Akif Ersoy University, Faculty of Veterinary Medicine, Department of Microbiology, 14+, Burdur,
Turkey

:aJlio oS

Wildlife plays a critical role as a reservoir for zoonosis especially pathogenic enteric bacteria. In this study we
evaluated the presence of E. coli and Salmonella isolates from wild birds and determined their antimicrobial
resistance. Intestine and fecal samples from Ay dead wild birds obtained from rehabilitation centre, were examined by
microbiological analysis, antibiotic susceptibilities against of \A antimicrobials and presence of tetracycline resistance
genes by multiplex and singleplex PCR were investigated. A total of & E. coli were identified as well as Salmonella
Kentucky and Salmonella Bisberg. A majority of the E. coli isolates were resistant to lincomysin (100%), penicilline
(35.1%), kanamycin (A«.¥%), tetracycline (£A.£%), and oxytetracycline ($€.Y%). All Salmonella serotypes were resistant
to lincomycin, nalidixic acid and penicilline.In addition, 6A.AY% of E. coli isolates had phenotypic resistance to at least
three or more antimicrobials. Our results indicated that the high frequency of tetracycline resistance (fA.$Y%) due to
the tet (A), tet (B), and tet (D) genes. This is the first report isolating S. Bisberg and determining antibiotic susceptibility
of E.coli and Salmonella isolates from wild birds in Turkey. These results will help providing better understand of the
dissemination of antibiotic resistancy in the environment, which can be used to potentially decrease spread through
.bird migration. Moreover, these results help assess the risk of spread of resistance from wild birds to humans
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